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goodness of fit, moment, normal, 
Poisson, run, truncation 
asymptotic, 547 
beta, 483 
conditional, 34, 167, 325, 547 
contagious, 507 
cumulative, 61, 460, 532 
discrete, 73 
exact, 504 
exponential, iterated, see of ranked 
variable 
fiducial, 505 
-free comparison, see test 
-free test, see test 
frequency, 641 


expected, 605 
gamma, 184, 348, 409 
geometric, 606 
infectious, see contagious 
joint, 547 
leptokurtic, 357 
limiting, 40 
logarithmic series, 651 
multivariate 
F, 506 
normal, 505 
Neyman’s, see contagious 
type A, 507 
normal, 655 
of canonical correlation, 506 
of circular triads, 215 
of F, 466, 483, 495 
of matrix variates, 506 
of ranked variable, 460 
of variances, 219 
Pearson type III, see Type III 
platykurtic, 357 
Poisson, see Poisson 
posterior, 505, 657 
rectangular, 92, 655 
spatial, 28, 450, 504, 606 
temporal, 28 
theory, 479 
truncated, 453, 507 
zero class missing, 458 
Type I, 356 
Type III, 356 
uniform, see rectangular 
Wishart, 482, 506 
Dominance, 368, and see social order 
degree of, 213 
in pairs, 213 
ordered, 216 
Dose 
median lethal, 504, 657 
-response curve, 504, 657, 659, 660, 
and see time-response curve 
single-hit, 659 
Ecology, 28, 359, 508, and see behavior, 
capture-recapture, fish, genetics, mi- 
gration, population, predation, sam- 
pling, transect 
plant, 364 
Economics, 257, and see risk 
ED 50, see median lethal dose 
Efficacy, 393, and see efficiency 


BIOMETRICS, DECEMBER 1963 


Efficiency, 103, 266, 279, 290, 325, 392, 
and see consistency, efficacy, es- 
timation, maximum likelihood, 
power, sufficient statistic 

asymptotic, 160, 393 

loss of, 158, 176, 590 

of estimation, 121, 144, 533, 588 
of grouping, 358 

relative, 393 

Eigen value, 225, 412, 483, and see ma- 
trix 

zero, 227 

Eigenvector, 225, 483 

Entomology, 341, 503, 507, 521, 663, 
and see toxicology 

Enzymology, 406 

Epidemiology, 187, 406, 450, 595, 603, 
665 

Epistasis, see genetic covariance 

Equations 

linear homogeneous, 112 
mechanistic, 407 
structural, 407, 420 

Equilibrium, 13, 197 

Errata, 187, 188, 327, 369, 509, 639, 667 

Error 

conditional, 233 

mean square, see variance 

measurement, 95, 160 

of classification, 657 

regression, see regression 

theory of, see analysis of variance, 
least squares, maximum likelihood, 
model 

type I, 59 

type II, 59 

vector, 114 

Estimability, 106, 236, and see esti- 

mation 

conditions, 107 

principles, 111 
Estimation, 29, 345, 605. and see bias, 
combination of estimates, con- 
sistency, efficiency, estimability, 
fitting constants, information, least 
squares, maximum likelihood, min- 
imum variance, population, re- 
gression estimate, score, stochastic 
approximation, sufficient statistic 

approximate, 36, 453 

biased, 34 
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distribution-free, 532 
inefficient, 453, 533 
sequential, 509 
set, 241 
space, 107 
theory of, 420 
truncated sample, 588 
unbiased, 353 
conditionally, 353 
Ethology, see behavior, ecology, social 
order 
Evolution, 657 
Expectation, mathematical, 70, 400, and 
see mean, moment 
conditional, 325, 348 
of adjusted mean, 352 
of mean square, 635 
for unbalanced design, 180 
of time, 346 
Experimental design, see design of ex- 
periments 
Exponential 
linear combination of, 409, 424 
weighted sum of, see linear combi- 
nation of 
Extinction probability, see probability 
Extreme, see distribution of ranked 
variable 
Factor analysis, 659, and see multivari- 
ate analysis 
Factorial experiment, 504, 654, 656, and 
see bioassay, fractional replication 
Fiducial limit, see confidence limit 
Field experiment, 193, and see agron- 
omy, design of experiments, long- 
term experiments, plot size and 
shape, soil 
Finger prints, 199 
Fish, 28, 321, and see ecology 
Fitting constants, 658, and see dis- 
proportionate subclasses, least 
squares, missing data 
Fitting distribution, see estimation 
Fitting regression line, see covariance, 
least squares, regression 
both variables subject to error, 493 
Food technology, 491, and see bio- 
chemistry, enzymology 
Forecasting, see prediction 
Forestry, 450, 603, and see tree crop 
Formula, see hypothesis, law, model 


Fourfold table, 176, 199, 366, 457, and 
see chi square, contingency 
exact test, 178 
misclassification in, 158, 187, 658 
Fractile, see percentile 
F test, 635, and see analysis of variance, 
beta function 
approximate, 636 
non-central, 388, 658 
Gene frequency 
equilibrium, 368 
rate of change, 662 
stochastic theory of, 508 
Generating function, see characteristic 
function, moment, probability 
Genetic combining ability 
general, 278 
estimation of, 287 
specific, 279 
variance of, 287 
variance of difference, 280 
Genetic correlation, see genetic covari- 
ance, heritability, path coefficient 
Genetic covariance, 18, 666, and see 
genetic variance 
Genetic model, see model 
Genetics, see breeding value, chromo- 
somes, crossing over, cytology, 
diallel cross, dominance, epistasis, 
evolution, gene frequency, genetic, 
heritability, heterosis, heterozygo- 
sis, inbreeding, interference, link- 
age, maternal effect, mating sys- 
tem, mutation, path analysis, 
relationship, sampling studies. self 
fertilization, weighting 
human, 197, 198, 666 
multifactorial, 197 
population, 197, 662, and see statisti- 
cal genetics 
quantitative, 197, 654 
statistical, 18 
Genetic selection, 287, 556 
against recessive, 368 
equilibrium under, 368 
expected gain, see rate of progress 
index, 93, and see selection index 
simulated, 654 
rate of progress, 18 
truncation, 654 
Genetic variance, 18, 273 
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additive, 19 
components, 19 
dominance, 19 
epistatic, 19 
Genotypic, see genetic 
Gompertz curve, 307 
Goodness of fit, 325, 526, 614, and see 
chi square 
Graduation, see curve fitting 
Graeco-latin square, 99 
Graphics, 148, and see computation 
Group divisibility, 294 
Grouping, 364, and see balance 
optimum, 70 
Growth, 29, 93, 119, 308, 406, and see 
allometry, biometry, population 
Heredity, see genetics 
Heritability 
confidence limits for, exact, 494 
estimation of, 496 
variance of estimate, 404 
Hermite polynomials, 500, and see or- 
thogonal polynomials 
Heterosis, 664 
Heterozygosis, rate of decrease, 15 
Histogram, 92 
Histology, see cytology 
Homogeneity, stochastic, 221 
Hypergeometric, 185, 408, 506 
confluent, 185, 408 
kinetics, 406 
multivariate, 186 
Hypothesis, see law, model, test 
alternative, 61, 72, 159, 177, 189, 214, 
275, 401 
selection of, 219 
isometry, 499 
linear, 111 
non-null, 59, 219 
selection of, 219 
null, 59, 135, 158, 214, 325, 401 
departures from, 339 
not independent, 403 
test of, 386, 479 
testing, 309 
Inbreeding, 1, 495, and see mating sys- 
tem, relationship 
Incompatibility, 278 
Incomplete block, see lattice, random- 
ized blocks, Youden square 
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balanced, 163 
for interaction models, 229 
partially balanced 
triangular, see incomplete latin 
square 
two associate classes, 293 
rank analysis of, 217 
three-dimensional, 229 
Incomplete experiments, see missing 
data 
Index, see rank, selection 
Index number, 656 
Infection, see model 
Inference, 665, and see test 
Information, 70, 589, and see analysis 
of variance, combination of data, 
design of experiments, estimation, 
maximum likelihood, order, pre- 
cision 
interblock, 163 
intrablock, ignored, 293 
loss of, see sacrifice of 
by truncation, 589 
matrix, 43, 127, 145, 320, 529, 550 
estimated, 320 
inverse, 46 
sacrifice of, 453 
Inheritance, see genetics 
Inner product, 53 
Interaction, see analysis of variance, 
model 
as error term, 636 
component, 166 
evaluation of, 631 
genotype-environment, 288 
of treatment and location, 615 
Interference, 508 
Interpolation, inverse, 121 
Intransitivity, 214, and see circular triad 
Invariance, 91, 407, 534 
Iteration, 121, 224, 651, and see compu- 
tation, least squares, maximum 
likelihood 
selection of initial values, 322 
Judging, 213, and see organolepsis 
Kurtosis, 73, 356 
Lagrange multipliers, 629 
Latent effect, 541 
Latent root, see matrix 
distribution of, 506 
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Latin rectangle, see incomplete latin 
square 
Latin square, 98, 229, 248, 288 
analysis of series of, 171 
analysis of balanced sets of, 264 
generating, 652 
incomplete, 268 
in time, 264 
Lattice, 163 
Law, see hypothesis, model 
exponential, 407 
multiple-process, 416 
of large numbers, 546 
of substitution, 88 
single process, 120, 184, 408 
LD 50, see median lethal dose 
Least squares, 101, 105, 354, 658, and 
see adjusted mean, analysis of 
variance, dummy variate, estima- 
tion, fitting constants, iteration, 
matrix, normal equations 
equations, singular, 289 
estimate, 40, 265, 279, 366 
from order statistics, 460 
with single nonlinearity, 118 
Life tables, 57, and see actuarial statis- 
tics 
construction of, 74 
Life testing, 30, 307 
sequential, 31 
Likelihood, 36, 421, 589, 
maximum likelihood 
Limnology, see fish 
Linkage, 1, 654, and see interference 
sex, 5 
Location parameter, 90 
Logarithmic normal distribution, 655, 
and see normal 
Logistic curve, see growth, logit trans- 
formation, population 
Long-term experiments, 273, and see 
tree crop 
Loss, 508 
Main effect, see analysis of variance, 
interaction 
Mann-Whitney U-statistic, 
statistic 
Markov, 509, 603, and see stochastic 
chain, reversible, 605 
Matching, 175, and see balance, paired 
comparisons 


and see 


see U- 


multiple criteria, 398 
Maternal effect, 18 
Mathematical biology, see biometry 
Mathematical statistics, 194 
Mating systems, 1, and see inbreeding, 
random mating 
brother-sister, 1 
circular, 14 
repeat, 110 
Matrix, see characteristic roots, covari- 
ance matrix, determinant, eigen, 
information matrix, inner product, 
latent roots, multivariate analysis 
circulant, 296 
correlation, see correlation 
difference between, 220 
dispersion, 461, 480 
dominance, 216 
function, 409 
incidence, 234 
inverse, 266, 280 
conditional, 246, 262 
least squares, 280 
paired-comparison, 216 
powers of, 225 
rank of, 105, 236 
symmetric, 290 
transition, 15, 307, 605 
triangular, 413 
Maximum likelihood, 28, 43, 144, 
320, 349, 421, 452, 507, 518, 541, 
549, 606, 651, and see consistency, 
efficiency, estimation, information 
iterative computation, 421, 518 
convergence of, 146, 423, 453 
Mean, see moment 
adjusted, 103, 266, 352, and see 
least squares 
weighted, 316 
Measurement error, 160 
Medicine, see bacteriology, chemo- 
therapy, clinical, diagnosis, ge- 
netics, morbidity, mortality, 
pharmacology, physiology, psy- 
chology, surgical mortality, toxi- 
cology, virology 
records, 367 
retrospective studies, 324 
Metameter, see scale 
Metric, see scale 
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Microbiological assay, 118, and see 
bacteriology, bioassay 
impurities in, 134 
recovery, 134 
Migration, 50, 318 
Minimum-variance estimate, unbiased, 
92, 165, 348, 460 
Misclassification, 158, 657, 663 
Missing data, 315, 504, 507, 636, and 
see censored data, fitting constants, 
misclassification 
in time-trend experiments, 655 
model for, 655 
variance of, 656 
Mitscherlich’s law, 119 
Mixed-up data, 247, and see missing data 
Mode, 92 
Model, 181, 508, and see biometry, 
causation, components of variance, 
hypothesis, law, missing data, 
path analysis, regression, repar- 
ameterization, stability, trans- 
formation 
additive, 229 
agronomic, 198 
analysis of variance, see test of model 
mixed, 662 
applicability of, 45, 664 
binomial, approximate, 153 
comparison of, 197, 267, 595 
cross-over, 508 
departures from, 664 
deterministic, 197, 342, 595, 665 
different, compared, see comparison of 
disease, 665 
element, 181 
exact-time, 37 
exponential, 30 
double, 144 
genetic, 279, 288, 508, 654, 664 
infection, 451 
interaction, 229, 239 
interpretation of, 
interval, 37 
joint-action, 517 
linear, 38, 51, 101, 105, 352, 662 
Markovian, 368 
mathematical, 29, 264, 406, 517, 664 
multiple classification, 105 
multirelease, 41 
nonlinear, 118 
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parametric, 308 
polynomial, 118 
population, 318 
probability, 152, 656 
quantal response, 517 
reproduction, 441 
selection of, 229 
sequential, 657 
statistical, 368, 637, 655 
stochastic, 341, 595, 656 
dynamic, 504 
test of, 120, 267 
two-stage, 657 
validity of, 120 
Moment, 504, 607, and see cumulant 
Monte Carlo, 73, 654 
Morbidity, 665 
Mortality, 307, 318, 447, 638, and see 
actuarial statistics, life tables, 
survival 
experimental, use of, 507 
rate estimate, 28 
surgical, 152 
Multinomial distribution, 36 
Multivariate analysis, 309, 354, and 
see allometry, analysis of variance, 
determinantal equation, factor 
analysis, genetic selection, matrix, 
principal component 
stepwise, 478 
Mutation, 309 
Mycology, 457, 612, and see bac- 
teriology, microbiological assay 
Nomography, 119, and tables, 
graphics 
Non-orthogonal data, 635 
Non-orthogonal design, 103 
Normal distribution, 156, 
logarithmic normal 
multivariate, 39, 355 
integrated, see probit transformation 
Normal equations, 102, 113, 236, and 
see least squares, matrix 
Nuisance association, 364 
Obituaries, 200, 515 
Odor tests, see organolepsis 
Operating characteristic, 68, 430 
Operation theory, evolutionary, 503 
Optimization, see operation theory 
Ordac, 663 
Order, see test 


and see 
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information, 189 
test of, 188 
Order statistics, 72, 460 
Organolepsis, 213, 385, and see judging, 
preference, score, selection, tri- 
angle test 
flavor, 223 
homogeneity of data, 220 
Orthogonality, 99, and see comparison 
Orthogonal polynomials, 265 
Orthogonal squares, completely, 99 
Outbreeding, see inbreeding 
Pairing, 537, and see balance, paired 
comparisons, stratification 
ineffective, 175 
Palatability, see organolepsis 
Partitions, 308 
orthogonal, 317 
Path analysis, 2, 120, 407, and see 
causation, correlation, path coeffi- 
cient 
Path coefficient, 2, 19, and see cor- 
relation, path analysis 
Pathology, plant, 450 
Path regression, see path coefficient, 
regression 
Pattern, recognition, 367 
Peck order, see social order 
Percentage, see proportion 
Percentile, 466 
Perception, see organolepsis 
Perennials, see tree crop 
Perversity, 214 
Pharmacology, 129, 517, 532, and see 
bioassay, toxicology 
Physical science, 186, 406, and see 
chemistry, radioactivity 
Physiology, 186, 406, 423, 460, 658, 
666, and see compartment analysis, 
growth, medicine 
plant, 273 
Placebo, 665 
Plant spacing, 198, and see plot size 
and shape 
Plot size and shape, 273, and see split 
plot 
Plotting procedure, see graphics 


Poisson distribution, 156, 320, 399, 
507, 659 
binomial, 221, 503, 507 
truncated, 588 
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Population, see distribution, fish, statis- 
tical genetics 
change, 406, 441, 503 
dynamics, 30, 341 
effective number in, 4 
genetics, see genetics 
growth, see change 
management, see ecology 
size, 29, 318 
Poultry, 495 
Power, 366, 507, and see test 
efficiency, 393 
function, 160, 386, 505 
loss of, 178 
Precision, 130, 316, and see information, 
least squares, variance 
approximate, 354 
Predation, 595 
Prediction, 364, and see regression 
Predictive attribute analysis, 365 
Preference, see organolepsis 
pseudo-, 214 
Principal component, 479, 497 
analysis, selection of, 483 
Probability, see distribution, run, state, 
stochastic 
average, 153 
conditional, 666 
configuration, 62 
extinction, 596 
generating function, 442 
heterozygosis, 3 
logical, 507 
of capture, 36 
of winning tournament, 663 
personal, see subjective 
ratio, 59 
statistic, 61 
subjective, 507 
transition, 342, 604 
matrix, 307 
variation in, 153, 189 
Process, birth-and-death, 33, and see 
birth, stochastic 
generalized, 441 
Programming, see automatic computa- 
tion 
Proportion, see binomial, probability 
estimation of, 450, 509 
Psychology, 249, 365, 368, 660, and see 
organolepsis, perversity 


Public health, 655, 666, and see epi- 
demiology, medicine 
Quadratic forms, 658 
Quadrat sampling, 450, 603 
selection of quadrat size, 451 
Qualitative data, see contingency, group- 
ing, quantal response, score 
Quality, see organolepsis 
control, 385 
Quantification, see scale 
Radioactivity, 186, and see radiology 
Radiology, 59, 309, 513, 664 
Randomization, 269, 307, 652, and see 
bias, randomization test, selection 
restricted, 269 
Randomized blocks, 654, and _ see 
balance, design of experiments, 
incomplete blocks 
Random mating, 2, 662, and see human 
genetics, mating system 
Randomness, index of, 215 
Random numbers 
normal, 68 
pseudo-, 312 
Random process, see stochastic 
Random variable, 470 
Random walk, 597 
Rank, see matrix, score, transformation, 
triad 
configuration, 59 
linear combination of, 331 
sum test, 59, 332 
standard deviations unequal, 72 
test, see rank sum test 
configural, 63 
power of, 72, 505 
sequential, 64 
tied, 73 
Rankability, 213, and see rank, scale, 
score 
Rate, see proportion 
Rating, see scale, score 
Ratio, see proportion 
estimator, 352 
Recombination, 7 
double, 12 
Record linkage, 367 
Recruitment, see migration 
Recurrence formula, 6, 442 
limiting value, 9 
Regression, see adjusted means, cor- 
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relation, covariance, fitting regres- 
sion line, orthogonal polynomials, 
path, prediction, trend 
adjustment, 663 
analysis, 492, and see analysis of 
covariance 
kinetic, 406 
bilinear, see multiple 
coefficient 
approximate, 357 
minimum variance, 333 
prediction of, 13 
cubic, 265 
curvilinear, 264, 358 
estimate, 38 
precision of, 352 
exponential 
double, 144 
mean, 183 
independent variable affected by 
treatments, 310 
individual, 264 
logarithmic, 310 
multiple, 326, 364, 497 
quadratic, 264 
fitting, 362 
sum of squares, 121 
weighted, 28 
Rejection area, see critical region 
Relationship, coefficient of, 20 
Reparameterization, 34 
Repeatability, 342, and see heritability 
Replication, 615 
extra, 264 
fractional, 656, and see alias 
irregular, 504 
Reproduction, 441 
Residual, see error 
effect, 98 
Response, see bioassay, dose response, 
model, time response 
quantal, 175, 213, 517 
sequential, 509 
surface, 147 
Reviews, 192, 500 
Risk, see proportion 
function, 508 
Run, 603 
distribution of, 604 
mean length, 607 
variance, 607 
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Sample size needed, 60, 393, 465, 588, 
615, 663, and see organolepsis 
Sample survey, 352, and see sampling 
Sampling, 309, and see components of 
variance, design of experiments, 
sample size needed, sample survey, 
transect, truncation 
censored, 460 
circulant, 287 
cost of, 467 
distribution-free, 662 
experiment, see sampling studies of 
statistical problems 
multistage, 73, 465, 662 
nested, 615 
optimum, 663 
sequential, see sequential 
strategy, 663 
stratified, 359, 615 
studies of statistical problems, 150, 
654, and see Monte Carlo 
truncated, 640 
unit, 324 
Scale, 88, 386, and see score 
hedonic, 215 
parameter, 90 
Score, 199, 549, and see organolepsis, 
rank, scale 
adjusted, 224 
discrete, 396 
dispersion of, 216 
ordinal, 663 
vector, 225 
asymptotic, 227 
Selection, see balance, design of ex- 
periments, genetic selection, or- 
ganolepsis, randomization, sampl- 
ing, screening 
differential, 21 
index, 85, and see genetic selection 
linear, 87 
of alternative hypothesis, 219 
of comparisons, 479 
of criterion, 309, 479 
of experimental units, 60, 617 
of intersection of sets, 85 
of model, see model 
of non-null hypothesis, 219 
of ordering, 216 
of order of analysis, 366 
of significance level, 66 


of test, see test 
of treatments, 257, 657 
of union of sets, 85 
of values of independent variable, 130 
of variates, 479 
ogive, 50 
single-stage, 558 
statistical, 554 
stochastic consistency in, 215 
Self-fertilization, 2 
partial, 12 
Sensitivity, 386 
data, see quantal response 
Sensory test, see organolepsis 
Sequential experiments, 61, 177, 507, 
657, and see bioassay, decision, 
life testing, quantal response, 
sampling 
comparison of, 504 
factorial, 661 
truncated, 73 
Set 
intersection of, 85 
union of, 85 
Sex ratio, 666 
Significance, see selection 
level 
biased, 658 
true, 665 
Sign test, 175 
power of, 176, 507 
sequential, 59, 176 
Simulation, see Monte Carlo 
Simultaneous equations, see matrix 
Skewness, 73 
Smoothing, 87, and see curve fitting 
Social order, 657, and see sociology 
Sociology, 365, 502, 638, 666, and see 
behavior, social 
Soil heterogeneity, 273 
Spatial, see correlation 
nonrandomness, 450 
Split plots, 663 
Stability, 419 
Standard deviation, see variance 
Standard error, see variance 
State 
absorbing, 607 
multivariate, 365 
probability, 597 
space, 410 
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transient, 607 
transition, 603 
Statistical control, see analysis of 
covariance 
Statistics curricula and syllabi, 207 
Statistics texts and periodicals, 195, 
501, 679, and see reviews 
Stochastic approximation, 504 
Stochastic process, 33, 307, 508, 659, 
and see random variable, selection 
Stop rule, 366 
Stratification, 155, 175, and see sampling 
Student’s ¢, see ¢ test 
Subjective evaluation, 408, and see 
judging, organolepsis 
Successive approximation, see iteration 
Sufficient statistic, 36, 348, 533, and see 
consistency, efficiency, estimation, 
maximum likelihood 
Survey, see sample survey 
Survival curve, 30, and see dose response 
curve, mortality, time response 
curve 
comparison of, 307 
Survival time, see time response curve 
Symmetrical complementation design, 
106 
Symmetry, 103 
Systematic designs, see order statistics 
Tables, miscellaneous, 69, 71, 73, 76, 
126, 133, 138, 141, 169, 178, 218, 
219, 266, 268, 295, 298, 300, 302, 
355, 391, 402, 462, 463, 472, 591, 
592, 593, 678, and see graphics, 
nomography 
Tag, 28, 41, 423, and see ecology, 
radioactivity 
Target theory, see radiology 
Taste test, see organolepsis 
Taxonomy, 368 
Teaching of statistics, 192, and see 
statistics curricula and _ syllabi 
Test, see analysis of variance, chi 
square, comparison, confidence 
limit, criterion, critical region, 
F test, goodness of fit, life testing, 
null hypothesis, order, rank, se- 
quential, significance, sign test, 
triangle test, ¢ test 
accelerated, 130 
combination of, 315, 484 
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consumer, 385, and see sample survey, 
organolepsis 
difference from control, 385 
duo-trio, 385, 398 
efficiency, 70, 637 
loss of, 158 
exact, 178, 665 
hedonic, 214 
Hotelling’s T, 507 
inexact, 332 
likelihood ratio, 219 
median, 59 
sequential, 74 
multiple comparison, see comparison 
multivariate, 478 
nonparametric, 220, 506, and see 
U-statistic 
of independence, 457 
of significance, 213, 400 
of significance of 
difference between proportions, 665 
interaction, 232 
regression, 332 
results suggested by data, 309, 401, 
483 
vector, 498 
one-tailed, 159, 188 
permutation, 308 
power of, 136, 159, 176, 190, 326 
Q, 220 
randomization, 307, 666 
rank sequential, 58 
rank-sum, 58 
screening, 59, 385, 553, and see 
bioassay 
design of, 561 
multistage, 429 
selection of, 70, 479 
sensitivity of, 479 
sensory, see organolepsis 
sequential, 58 
median, 74 
Smirnov, 490 
stepwise, 479 
triangle, 385 


Theory, see biometry, hypothesis, law, 


model 
germ, 665 


Tie, 188, 213 
Time response curve, 60, and see dose 


response curve 
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Time series, 368 
Tolerance, 532 
correlation of, 517 
distribution of, bivariate, 517 
Tournament, 213, 224, 563, 663 
Toxicology, 530, and see bioassay, 
pharmacology 
Tracer, see radioactivity 
Transect, 603 
Transformation, 92, 167, 487, 504, and 
see analysis of variance, bioassay, 
matrix, model 
Laplace, 348, 506 
logarithmic, 497, 533 
logit, 518, 533 
normal equivalent deviation, 
probit, 507 
tenderometer data, 492 
Translation alternative, see alternative 
hypothesis 
Tree crop, 276, and see forestry, long- 
term experiments 
Trend, see regression 
individual, elimination of, 264 
Triad, circular, 214 
number of, 216 
probability distribution, 215 
stable, 215 
Tribolium, 341 
Truncation, 454 
T test, 70, 388, 637, and see confidence 
limit, Hotelling’s T 
sequential, 61 
Tumor, 665, and see cancer 
U-statistic, 545 
Variable, see variate 
principal, 479 
Variance, see covariance, F test, genetic, 
invariance, precision 
analysis of, 102, 139, 172, 183, 
256, 267, 467, 629, and see 
analysis of covariance, analysis 
of groups of experiments, chi 
square, combination of data, 
components of variance, degrees 
of freedom, disproportionate 
subclasses, error, fitting con- 
stants, F test, interaction, least 
squares, long-term experiments, 
missing data, model, multi- 
variate analysis, orthogonal 
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polynomials, path coefficient, 
regression, test, transformation 
computation of, 164 
electronic, 655 
model III, 163 
multivariate, 480 
nested, 629 
of unweighted means, 635 
power of, 397, 658 
three-way, 629 
two-way classification, 629 
approximate, 458, 537 
asymptotic, 35 
biased, 458 
components, 616, and see components 
of covariance 
coefficients of, 635 
estimation of, 180, 305, 654, 662 
nested, 654 
principal, 483 
conditional, 325 
environmental, 273 
error, 663 
pooled, 625 
expectation, 305 
heterogeneity of, 73, 663 
interblock, see information 
large-sample, see asymptotic 
matrix, see covariance matrix 
minimum, 617 
of difference of adjusted means, 266 
of estimate of independent variable, 
463 
of mean, 616 
unweighted, 333 
weighted, 336 
of mean difference, 173 
of proportion, 157, 453 
of treatment mean, 166, 173, 266 
plant, 273 
plot, 274 
ratio, see beta function, F test 
residual, see error mean square 
sampling, 616 
Variate, auxiliary, 352 
Variate, linear combination of, 479 
Variate, principal component, 479 
Variate, standardized, 460 
Variate, stochastic, 504 
Variety, see treatment 
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Vector, 47 economic, 87 

estimate, 48 precision, 336 

mean, 478 random, 163 
Virology, 441 X-rays, see radiology 
Vital statistics, see actuarial statistics  Youden square, 98, and see incomplete 
Weber-Fechner law, 186 latin square 
Weighting, 38, 163, 222, 250, 315, 326, analysis of series of, 171 

494, 621, 664 Z test, see F test 


